Plasmids screened for the presence of the cry1 genes.
Table S1
Plasmids screened for the presence of the cry1 genes.
Table S2
Open reading frames (ORFs) in the ~120 kb plasmid region covering the insecticidal pathogenicity island (PAI) from B. thuringiensis IS5056 plasmid pIS56-285 (CP004136). ORFs were annotated using Blast2GO software.
Figure S1
The insecticidal pathogenicity island (PAI) in the B. thuringiensis plasmids.
Figure S2
The cry1 gene cassette in the B. thuringiensis plasmids. The insecticidal pathogenicity island (PAI) was used as the reference. 
Figure S4
Intergenic region between cry1Aa and cry1Ia from the insecticidal PAI (plasmid pBMB299, GenBank Acc. no. CP004876, was used as the reference sequence).
Figure S5
Comparison of plasmids with ori44 and repA replication systems carrying cry1A or cry1F with related plasmids missing the cry1 genes.
Figure S6
Comparison of plasmids with ori60 replication type carrying cry1A or cry1B with similar plasmids missing the cry1 genes.
Figure S7
Comparison of plasmid with ori43 replication system carrying cry1A with related plasmids missing the cry1 genes.
Figure S8
Putative gene cassette (~120 kb) covering the insecticidal PAI.
Figure S9
Inconsistencies in cry1Ac location in plasmids from the same B. thuringiensis strains deposited in GenBank by various sequencing projects; (a) B. thuringiensis sv. kurstaki HD-1 plasmids (CP009999-CP010000 vs. CP004875-CP004876), and (b) B. thuringiensis sv. kurstaki strain YBT-1520 plasmids (CP007613 vs. CP004862).
Figure S10 Genetic environment of cry1I, cry1M, cry1N-like and cry3A genes. 
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